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Welcome to
Philadelphia PA
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Mid-Atlantic Directors and Staff of Scientific Cores

Dear Attendee, About ABRF and Chapters 1

We would like to welcome you to the 2019 joint Pre-Conference Activities 2
Mid-Atlantic and Northeast ABRF chapter meeting
here in Philadelphia. The meeting theme of “Exploring

) _ ) : Opening Reception 2
New Technologies to Drive Advances in Basic,
Clinical and Translational Research” has allowed us Dailv P - Thursd 3
to put together a diverse and well-rounded agenda ally Frogram: Lhursday
that we hope you find to be informative and engaging. _ _
Daily Program: Friday 7
Ouragendaincludesanopeningreceptionatthehistoricand
Thank You Sponsors 9

venerable Franklin Institute, three keynote talks, multiple
breakoutsessions,apostersession,andcorelaboratorytours.
As always, our goals are to provide a forum for discussion Friday Core Tours 35
for core facility staff that address our unique challenges.

Vendor Booth Layout 41
A meeting of this scale is not possible without
enormous efforts and we are very grateful to our
joint organizing committee, and in particular, Luellen
Fletcher and David Needleman who are hosting
the meeting, and the University of Pennsylvania. The
meeting also would not be possible without our academic and corporate sponsors who provide
the lions’ share of the funding and allow us to keep registration costs very low. In particular, we
are thankful to our Platinum and Platinum+ sponsors and hope you have taken advantage of their
co-located user group meetings on Wednesday and attend their sponsor plenary sessions.

Save the Dates! Back Cover

We look forward to spending time with our ABRF colleagues from the Mid- Atlantic and Northeast
region and points beyond. If you have any questions, please do not hesitate to reach out to us.

Sincerely,
Stuart Levine, President, Northeast Regional Life Sciences Core Directors (NERLSCD)
Kevin Gerrish, President, Mid-Atlantic Directors & Staff of Scientific Cores (MADSSCi)
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ABRF
Chapters AD SSCi

Mid-Atlantic Directors and Siafl of Scientific Cores

Northeast Regional Life Sciences Core Directors Organizing Committee Members
Luellen Fletcher — University of Pennsylvania (Host)
David Needleman — Delaware Valley University (Host)
Stuart Levine — Massachusetts Institute of Technology (President)
. Roxana del Rio-Guerra — University of Vermont (Treasurer)
Sridar Chittur — SUNY Albany (Webmaster)
Robert Donnelly — Rutgers University
Christian Lytle — Dartmouth
Shahina Magbool — Albert Einstein College of Medicine
Susanna Perkins — University of Massachusetts Medical School
Robert Steen — Harvard Medical School
W. Kelley Thomas — University of New Hampshire (Host, NERLSCD 2020)
Andrew Vinard — University of Massachusetts Amherst

Mid-Atlantic Directors and Staff of Scientific Cores Organizing Committee Members
Kevin Gerrish - National Institutes of Environmental Health Sciences (President)
Roxann Ashworth - Johns Hopkins University (Secretary)

Annabelle Stein - University of North Carolina Chapel Hill (Treasurer)

Nick Ambulos - University of Maryland Baltimore

Lauren Ciotti - Johns Hopkins University

Shawn Franckowiak - Johns Hopkins University

Debby Hollingshead - University of Pittsburgh

Joanne Lannigan - University of Virginia Charlottesville, Flow Support Services, LLC
Rena Lapidus - University of Maryland Baltimore

Jeffrey Smith - Johns Hopkins University

Trina Wafle - West Virginia University

The Franklin Institute Science Museum,
located just a couple blocks from the conference
hotel, is named after the American scientist
and statesman Benjamin Franklin, and houses
the Benjamin Franklin National Memorial.
Founded in 1824, the Franklin Institute is one
of the oldest and premier centers of science
education and development in the country.
Today, the Institute continues its dedication
to public education and creating a passion
for science by offering new and exciting
access to science and technology in ways that would dazzle and delight its namesake.
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Daily Program

MAD SSCi Wednesday, November 6

Program Guide

Please visit the website for session abstracts and speaker biographies:
https://nerlscd.abrf.org/nerlscd-madssci-2019-detailed-program/

Pre-Conference Workshops and Activities

9:00 am - 4:00 pm

1:30 pm - 5:00 pm

2:30 pm - 3:45 pm

2:00 pm - 4:00 pm

4:30 pm - 5:30 pm

5:00 pm - 6:00 pm

6:30 pm - 8:30 pm

Pre-Conference Workshops

Cytek Biosciences User Group
Ballroom D

Agilent User Group Meetings
Salon Rooms 5 and 6
Genomics 1:30 - 2:40 pm
iLab 3:00 - 5:00 pm

New England BioLabs User Group
Salon rooms 3 and 4

4:00 pm On-site registration and check-in

Registration table open, Foyer outside Ballrooms C and D

Historic Philadelphia Walking Tour (from hotel lobby):
Includes the President’s House, Liberty Bell, Independence Hall,
Betsy Ross House, and Christ Church

NYCAN Core Administrators Meeting
Terrace Lounge, off lobby, hotel main floor

[llumina Pre-Conference Get-together
Salon rooms 3 and 4

Opening Remarks and Social at the Franklin Institute
222 North 20th Street

Registration continues at Franklin Institute

Explore open exhibits: The Brain, Electricity, and Changing Earth
Enjoy drinks and small plates

Opening Remarks: Andrew Chitty, Ph.D., Oregon Health and Science
University, ABRF President
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Daily Program
Thursday, November 7

MAD SSCi

7:30 am - 8:30 am

8:30 am - 8:40 am

8:40 am - 9:40 am

9:40 am - 9:55 am

9:55am- 10:15 am

10:15am- 11:30 am

" Mid-Atlantic Directors and Staff of Scientific Cores

Breakfast and Registration
Breakfast in Liberty Ballrooms C and D

Registration Desk opens at 8:00 am (Foyer outside Ballrooms C and D)

Welcome & Opening Keynote: Liberty Ballroom D

Welcome

Louis J. Soslowsky, Ph.D., Fairhill Professor Orthopaedic Surgery,
Associate Dean for Research Integration, Perelman School of
Medicine, University of Pennsylvania

Keynote Lecture

Monica Guzman, Ph.D., Weill Cornell Medical College

“Tailoring Therapeutic Approaches for Selective Targeting of Leukemia
Stem Cells”

Cytek Biosciences Platinum Plus Plenary

Morning break with vendors

Morning Concurrent Sessions

Concurrent Session 1:”Emerging Techniques in Translational Genomics”
Freedom Ballroom G

This session will focus on two emerging technologies in translational
genomics: circulating cell free DNA and microbiome analyses.

Kevin Gerrish, Ph.D., National Institute of Environmental Health Sciences
Samantha Sevilla Chill, M.S., National Cancer Institute

Concurrent Session 2: “Trending Topics in Flow Cytometry”

Freedom Ballroom F

Best practices involving compensation/reference controls (beads vs cells),
new software tool for scatter and fluorescence calibration for standardized
reporting, and tips for cell sorting when nucleic acids are the actual targets.
Kathleen Daniels, SCYM (ASCP), CM

Evan Jellison, Ph.D., University of Connecticut

Joshua Welsh, Ph.D., National Cancer Institute
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MAD SSCi Thursday, November 7

10:15 am - 11:30 am

11:40 am - 1:00 pm

Daily Program

Morning Concurrent Sessions Continued

Concurrent Session 3: “Bioinformatics: Understanding Complexity in
Single Cell Transcriptomics”

Freedom Ballroom E

Ilya Korsunsky, Ph.D., Harvard University

Richard McEachin, Ph.D., Adviata Bioinformatics

David Van Dijk, Ph.D., Yale University

Concurrent Session 4: “Administration: Websites and Social Media: What
works for your core facility?”

Freedom Ballroom H

Lisa MacDowell, MBA, Children’s Hospital of Philadelphia

Susanna Perkins, M.S., University of Massachusetts

Lunch

Lunch in Liberty Ballrooms C and D

Concurrent Sessions: Technology 101’s

Always wanted to learn the basics of another technology but never had time? These 101 sessions are
designed to introduce you to the foundations of a technology other than your own area of

expertise.

1:00 pm - 2:00 pm

Concurrent Session 1: “Genomics 101”

Freedom Ballroom G

This session is designed to explain to non-genomics people what happens in
the wide variety of genomics core facilities at academic institutions.
Roxann Ashworth, M.H.S., Johns Hopkins University

Deborah Hollingshead, M.S., University of Pittsburgh

Concurrent Session 2: “Flow Cytometry 101”
Freedom Ballroom F

Peter Lopez, Ph.D., New York University
Julie Nelson, M.S., University of Georgia
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Daily Program
Thursday, November 7

Mid-Atlantic Directors and Siafl of Scientific Cores

Concurrent Sessions: Technology 101’s Cont.d

Concurrent Session 3: “Mass Spectrometry 101”

Freedom Ballroom E

An overview of mass spectrometry applications and logistics in core
facilities

Jace Jones, Ph.D., University of Maryland

1:00 pm - 2:00 pm Yan Wang, Ph.D., National Institutes of Health

Concurrent Session 4: “Imaging 101”

Freedom Ballroom H

Melina Jaramillo Garcia, McGill University

Elke Kiister-Schock, CHU Sainte-Justine/Université de Montréal
Andrea Stout, Ph.D., University of Pennsylvania

Concurrent Sessions

Concurrent Session 1: “Genomic Technologies: Best Practices for Core
Centers”

Freedom Ballroom G

Jennifer Holbrook, Nemours Children’s Health System

Christian H. Lytle, Dartmouth College

Peter Schweitzer, Ph.D., Cornell University

Scott Tighe, University of Vermont

Concurrent Session 2: “Translational Medicine in Flow Cytometry”
Freedom Ballroom F

Erica Carpenter, Ph.D., University of Pennsylvania

Beatriz Carreno, Ph.D., University of Pennsylvania

2:00 pm - 3:25 pm Concurrent Session 3: “Image Analysis: Deconvolution “Seeing” through
the Blur”
Freedom Ballroom E
Richard Cole, Ph.D., State University of New York

Concurrent Session 4: “Core Administration Best Practices: Tools to
Resolve Challenges in Core Administration (Business Plans, Advisory
Boards, and Costing)”

Freedom Ballroom H

Mark Drinker, M.S., Wistar Institute Cancer Center

Matthew Huesser, M.B.A., Sidney Kimmel Cancer Center at Jefferson
Jiju Matthew, MBA, University of Pennsylvania

Exploring New Technologies: Driving Advances in Basic & Clinical Research  Page S




Daily Program

NER!
AD SSCi Thursday, November 7

3:25 pm - 3:45 pm Afternoon Break with Vendors

Keynote Lecture and Plenary Talk in Ballroom D

Keynote Lecture

Mark E. Curran, Ph.D., Vice President for Systems Pharmacology and
3:45 pm - 4:45 pm Biomarkers, Janssen Research and Development

“Challenges in Pharmaceutical Development: Incorporating Big Data

and Personalized Medicine”

4:45 pm - 5:00 pm Platinum Plus Vendor Plenary 2: New England BioLabs

Poster Session and Vendor Show

Poster session and Vendor showcase

200 pm - 630 pm D

Dinner groups / Dinner on your own

10:00 pm After hours - join us for continued networking at the Hotel 201 Lounge

MAD NERDS 2019




Daily Program
Friday, November 8

Mid-Atlantic Directors and Siafl of Scientific Cores

Breakfast

&:00 am - 9:00 am Breakfast in Ballrooms C and D

Keynote Lecture & Plenary Talks: Liberty Ballroom D

[llumina Platinum Plus Plenary
8:45 am - 9:00 am “Pairing the DRAGEN™ with the NovaSeq™ 6000 to Overcome Data
Analysis Challenges in your Core”

Keynote Lecture

Carl June, MD, University of Pennsylvania

Aaron Rappoport, MD, University of Maryland
“Translational Medicine across the Mason-Dixon Line”

9:00 am - 10:00 am

10:00 am - 10:15 am Agilent Platinum Plus Plenary

10:15 am - 10:45 am Morning break and vendor showcase

Morning Concurrent Sessions

Concurrent Session 1: “Integrating Genomics and Flow: DNA+RNA+
Protein = Integrated Molecular Diagnostics”
Freedom Ballroom G
Joseph M. Breier, Ph.D., NanoString Technologies
Reze Nejati, MD, Fox Chase Cancer Center
Nina Luning Prak, MD, Ph.D., University of Pennsylvania
10:45 am - 12 noon Concurrent Session 2: Mass Spectrometry: Rapid Tissue Imaging,
Protein Digestion, Cysteine Adducts Identification
Freedom Ballroom F
Kristine Glunde, Ph.D., Johns Hopkins University
Raghothama Chaerkady, Ph.D., AstraZeneca
Joshua Smith, Ph.D., Johns Hopkins University

Exploring New Technologies: Driving Advances in Basic & Clinical Research  Page 7




Daily Program

MAD SSCi Friday, November 8

Concurrent Sessions Continued

Concurrent Session 3: “Microscopy: Enhancing Reproducibility of
Microscopy Data Through Quality Control and Data Management”
Freedom Ballroom E

Michelle Itano, Ph.D., University of North Carolina Chapel Hill
Caterina Strambio-De-Castillia, Ph.D., University of Massachusetts
Jason Swedlow, Ph.D., University of Dundee

Jay Copeland, M.S., Harvard University

Concurrent Session 4: “Data Management and Analysis Cores and

10:45 am - 12 noon Making Research FAIR Compliant”
Freedom Ballroom H
Stuart Levine, Ph.D., Massachusetts Institute of Technology
Cathy Wu, Ph.D., University of Delaware
Practical measures in creating and maintaining Data Management and
Analysis Cores, and ensuring data maintains FAIR compliance (Findable,
Accessible, Interoperable, and Reproducible).
This session will be well suited for Bioinformaticists as well as
Administrators and will be of interest to any lab creating ‘omic scale data.

Lunch and Closing Remarks

12 noon - 1:00 pm Lunch in Liberty Ballrooms C and D

Core Facility Tours

Bus leaves Hotel 201 at 1:00 pm

Tour 1: Cellular Immunotherapies Cores, Smilow Research Building, Penn
Clinical Manufacturing Suite including Translational and Correlative Lab
supporting Clinical Trials

1:00 pm - 3:15 pm Tour 2: Wistar and Penn Cores
Penn: Flow, Electron Microscopy, DNA Sequencing and
Human Immunology
Wistar: Flow, Genomics and Imaging

Bus returns to hotel at 3:15 pm

MAD NERDS 2019




Thank You

Sponsors MAD SSCi
Vid Al Diectors aod Sull of Seentifc Coves
Corporate Platinum Plus Sponsors
Agilent Technologies Cytek Bioscience [llumina New England BioLabs
Corporate Platinum Sponsors
Advaita Bioinformatics  Fluidigm Qiagen Roche Sequencing & Life Sciences
Corporate Gold Sponsors
Covaris Inc GE Healthcare Lexogen Luminex
Perkin Elmer Twist Bioscience ThermoFisher Scientific
Corporate Silver Sponsors
BioLegend Cell Press CORIS Eclipse Biolnnovations
Eppendorf Integra Biosciences Machery-Nagel Integrated DNA Technologies
NanoCellect Biomedical Promega Corp. Refeyn Ltd. Swift Biosciences
Takara Bio Tecan Genomics TTP Labtech Zymo Research
Corporate Bronze Sponsors
BMG Lab Tech Cell Microsystems  De Novo Software Oxford Nanopore Technologies
Partek SeqWell Stratocore StemCell Technology

Wyzer Biosciences

Academic Platinum Sponsor

University of Pennsylvania Core Committee

Academic Gold Sponsors
BIORESCO University of Maryland Norris Cotton Cancer Center, Dartmouth College
Sidney Kimmel Cancer Center at Jefferson University of Pittsburgh Genomics Research Core

University of Maryland Marlene and Stewart Greenbaum Comprehensive Cancer Center

Academic Silver Sponsors
HHMI Janelia Research Campus University of North Carolina Chapel Hill

West Virginia University Shared Research Facilities

Academic Bronze Sponsor

University of Virginia Charlottesville, Office of Research Core Administration

Exploring New Technologies: Driving Advances in Basic & Clinical Research




Platinum Plus

MAD SSCi Sponsor

Agilent
CrossLab

From Insight to Outcome

Maximize the Potential of Your Core Facllity

Agilent CrosslLab: Integrating services, consumables, and lab-wide resource management

Academic Labs Genomic Labs Core Facility Management
Building better science Agilent End-to-End Genomics Stress-free support with Agilent
— . Workflow Solutions iLab Operations Software

— Agilent's core facility program
provides services, software, — Find everything you need to create — Enterprise web-based software
training, and marketing support your genomics workflow, from supports centralized labs and
to core facilities around the world. lab sample to library preparation, shared research resources.

— Discover Agilent solutions for enrichment or hybridization, quality - Automatically generate reports
life sciences, applied sciences, control, data analysis, interpretation, and bills, systemize resource
genomics, pathology and more. and reporting. scheduling, manage projects,

improve compliance, and more.
www.agilent.com/en/academia www.agilent.com/genomics www.agilent.com/chem/ilab

Visit us at NERLSCD-MADSsci 2019

We'll show you how to deploy a robust, flexible core facility management system.

Agilent

© Agilent Technologies, Inc. 2019
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Platinum Plus
Sponsor MAD SSCi

" Mid-Atlantic Directors and Staif of Scientific Cores

High-Performance Flow Cytometry
Suited to the Needs of Every Lab

When one sample reveals more data than ever before, you see things in a whole new light. New
insights. New discoveries. New scientific breakthroughs.

Cytek Bio’s Aurora flow cytometry solution is where your vision begins. Our unique combination of
patent-pending, innovative technologies that offer next-level performance and flexibility take what
was once hidden and place it in full view.

It’s all in how you see it.
The new reality is at work in labs around the world. Learn how Aurora can accelerate your research.

We can’t wait to see where your vision takes you.

One configuration for all applications

Upgradeable to 5 lasers and up to 40 colors

Use any commercially available fluorochrome excited
by the onboard lasers

Sensitivity redefined using state of the art optics and
low noise electronics

A powerful, high value system that is accessible to a
wide range of users

8° CYTEK

.9.' TRANSCEND THE CONVENTIONAL

Learn more at www.cytekbio.com/new_reality
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MAD SSCi Sponsor

* Mid-Atlantic Directors and Staff of Scientific Cores
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Platinum Plus

Sponsor

MAD SSCi

Mid-Atlantic Directors and Siafl of Scientific Cores

10 YEARS OF NEBNEXT"

It’s time to celebrate!

For 10 years, NEB" has helped advance next generation sequencing (NGS) by
streamlining sample prep workflows, minimizing inputs, and improving library

yield and quality.

As sequencing technologies improve and applications expand,
the need for compatibility with ever-decreasing input amounts
and sub-optimal sample quality grows. Scientists must balance
reliability and performance with faster turnaround, higher
throughput and automation compatibility. Our NEBNext
portfolio addresses these challenges and includes solutions

for DNA and RNA sample prep from a wide range of

sample types.

Reaching far beyond standard library prep, NEBNext reagents
continue to innovate with:
« a novel enzymatic alternative to bisulfite sequencing

« solutions for FFPE DNA and enzymatic
DNA fragmentation

« customized target enrichment with fast turnaround

New to NEBNext?

Get started with a free sample at NEBNext.com.

One or more of these products are covered by patents, trademarks and/or copyrights owned or controlled by New England Biolabs, Inc. For more information,
please email us at gbd@neb.com. The use of these products may require you to obtain additional third party intellectual property rights for certain applications.
d.

© Copyright 2019, New England Biolabs, Inc.; all rights reserve

NEBNext products continue to set the bar for quality and
flexibility. All reagents are extensively QC’d at the individual
component and kit levels, while product formats are designed
for workflow customization. From individual kits to bulk and
custom configurations, we've got you covered.

If you still aren’t convinced, why not see for yourself?
NEBNext reagents have been cited in over 5,000 peer-
reviewed publications to date.

As we celebrate 10 years of NEBNext, we would
like to thank you for making NEBNext part of your
workflows, and we are excited to continue to exceed
your expectations for NGS sample prep innovation.

NEW ENGLAND

ioLabs,.

be INSPIRED
drive DISCOVERY
stay GENUINE

Exploring New Technologies: Driving Advances in Basic & Clinical Research  Page 13
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MAD SSCi Sponsor

* Mid-Atlantic Directors and Staff of Scientific Cores
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Platinum
Sponsor

MAD SSCi

Mid-Atlantic Directors and Siafl of Scientific Cores

FLUIDIGM

The New Standard in
Immune Profiling Has Arrived.
30 Markers. 1 Tube. 5-Minute Data Analysis.

The Maxpar® Direct™ Immune Profiling System is the first complete sample-to-answer
solution for high-dimensional immune profiling of human PBMC and whole blood.
Using only a single assay tube, you can easily quantify 37 immune subsets in every
precious sample.

And, getting started is easy. Simply add your sample to the dry 30-marker antibody
panel. Read your sample on Helios", a CyTOF® system, and get results quickly with
5-minute pushbutton reporting.

See how easy immune profiling with mass cytometry can be.

Learn more at fluidigm.com/immuneprofile

For Research Use Only.
Not for use in diagnostic procedures.
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) . Platinum
MAD SSCi Sponsor

Mid-Atlantic Directors and Staff of Scientific Cores

— QIAGEN

Rethink
RNA-seq

® Remove rRNA in a single, 10-second step

® Sequence small RNAs with ease

o Simplify low-input and single-cell analysis with
ultraplex library prep

® Achieve exceptional sensitivity and specificity with

LNA® technology

® Leverage NGS expertise with our genomic services

and bioinformatics

Trademarks: QIAGEN®, LNA®, Sample o Insight® (QIAGEN Group).
© 2019 QIAGEN, all rights reserved. PROM-15045.001

—— Sample to Insight

MAD NERDS 2019




Platinum

Sponsor MAD SSC#

Mid-Atlantic Directors and Siafl of Scientific Cores

Introducing...

the NEW KAPA Target Enrichment Portfolio’

BETTER BY DESIGN

Combine Roche’s 12 years of design expertise with
a new and improved probe technology to achieve:

= Increased target coverage™ = Greater coverage uniformity™
= Superior probe fidelity™ = Fewer duplicate reads™

Increase sequencing efficiency
with new KAPA Target Enrichment™

= Design your own custom panels’ with variable
tiling or end-to-end probe design

= Evaluate KAPA HyperExome, our efficient 43 Mb
whole exome panel, which features 387 SNPs to
facilitate sample-intrinsic identity tracking®

General sequencing metrics

On-target Mean
rate (%) coverage (X)

%bp@20X Ybp@30X % bp@40X % bp @ 50X
The NEW KAPA HyperExome achieves a high % of
reads-on-target, as well as highly uniform coverage—
even across regions with high or low %GC*. The Fold80
base penalty, a measure of uniformity, was 1.46, and
the PCR duplication rate averaged 2.5%. Prior to capture
with  KAPA HyperExome, libraries were prepared with
KAPA HyperPrep Kits and KAPA UDI adapters using 100 ng
of Covaris-sheared DNA as input. Libraries were multiplexed
(8 libraries per capture), hybridized to probes for 16 hours,
amplified post-capture, and sequenced on an lllumina
NovaSeq sequencer (2 x 100 bp). Each bar represents 60 M
high-quality trimmed reads from 16 different cell lines in
triplicate, for a total of 48 replicates.

LEARN MORE AT GO.ROCHE.COM/KAPA-TE

‘Compared to SeqCap EZ. *Data on file. PProduct in Development. Not yet available for sale in the US.

For Research Use Only. Not for use in diagnostic procedures.

KAPA and SEQCAP are trademarks of Roche. All other product names and trademarks are the property of their respective owners.

© 2019 Roche Sequencing and Life Science. All rights reserved. A489 9/19
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Gold

Sponsor
Covaris

Re-discover your Application with
World-class Performance
Adaptive Focused Acoustics® (AFA®) in Pre-analytical Sample Prep

Cells/Tissue FFPE Bacteria FA
Adaptive Focused Acoustics*
1
Yeast Blood Body Fluids Genomics Transcriptomics
Biological Diversity The Covaris Process Analytical Complexity

Key Applications:
« Mechanical shearing for Next Generation Sequencing (NGS)

* DNA/RNA Extraction from Formalin-Fixed, Paraffin-Embedded (FFPE) tissue samples,
and whole blood for NGS

e Chromatin mechanical shearing for ChlP-Seq

« Biomarker extraction for research and clinical microbiology
e Tissue disruption & homogenization

e Cell lysis

 Compound dissolution

USA: Covaris, Inc. | Tel: +1 781.932.3959 | Fax: +1 781.932.8705
Email: customerservice@covaris.com

Stay Connected!

®®
®EE

Europe: Covaris Ltd. | Tel: +44 (0)845 872 0100 | Fax: +44 (0)845 384 9160
Email: emeacustomerservice@covaris.com

Web: www.covaris.com | Applications: applicationsupport@covaris.com
Service and Support: techsupport@covaris.com

2019© Covaris, Inc.
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Sponsor 2019 MAD SSCi

Mid-Atlantic Directors and Safl of Scientific Cores

"Nlax Proj d'une cellule en anaphase", Debora Olivier (Group Laure Crabbe «Telomeres
apd Genome Organization», CBI / LBCMCP UMR 5088 CNRS/Université Toulouse Il1)

Get more from the DeltaVision™ OMX Flex
super-resolution microscope

o Gain comprehensive insight for in-depth analysis by easily switching between Confocal imaging
nine imaging modes, including our new EDGE confocal

e Acquire high-quality images because our system maximizes image contrast,
resolves structures as small as 20 nm, and efficiently delivers/detects light

e Capture dynamic processes in less than an hour of setup on the easy-to-use
system and quick frames rates

EDGE confocal imaging

gelifesciences.com/omxflex

GE, the GE Monogram, and DeltaVision are trademarks of General Electric Company.

© 2019 General Electric Company

GE Healthcare UK Limited, Amersham Place, Little Chalfont, Buckinghamshire HP7 9NA UK
For local office contact information, visit gelifesciences.com/contact

KA8541180619AD



) Gold
MAD SSCi Sponsor

* Mid-Atlantic Directors and Staff of Scientific Cores

'—EXDGE[_] wwuw.lexogen.com

Enabling complete transcriptome sequencing

CORALL Total RNA-Seq Library Prep Kit

CORALL enables the fast and cost-efficient generation of UMI labelled, stranded libraries for
whole transcriptome analyses using lllumina® NGS platforms.

Complete coverage of transcripts from start to end
Excellent protocol-inherent strandedness (> 99%)
Ready-to-sequence libraries within 4.5 hours

Unique Molecular Identifiers (UMIs) seamlessly included

1 ng to 1 ug of total RNA input

Multiplexing with up to 96 x 96 dual indices available

QA QAR

Easy all-in-one protocol

Get more information at wwuw.lexogen.com or contact us at info@lexogen.com.

MAD NERDS 2019
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Mid-Atlantic Directors and Siafl of Scientific Cores

Innovative,
Intuitive, Flexible

Amnis’ and Guava® Flow Cytometry Systems
Are Now Part of Luminex

Stop by booth #15 to find out how Luminex
can help provide the best cellular analysis
tools and support for your needs.

Luminex
complexity simplified.

©2019 All Rights Reserved. Luminex, Amnis, and Guava are trademarks of

liiminey Carnaratinn recictarad in the |1 S and ather canintriec
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MAD SSCﬁ : SpOl’lSOI/'

SIMPLIFY YOUR

LIBRARY CONSTRUCTION

STOP BY BOOTH NUMBER #16 TO
ELIMINATE YOUR LIBRARY PREP SETUP

DNA-SEQ BARCODES

NEXTFLEX® Rapid XP DNA-Seq Pre-Plated Automation Kit

The NEXTFLEX® Rapid XP DNA-seq Pre-Plated Automation Kit and NEXTFLEX® Unique Dual Index
barcodes eliminate the need for plate set-up, offering plug-and-play library construction on the

Sciclone® G3 NGS/NGSx workstations.

Save time spent on manual set-up &
reduce overall library prep time

N
N\ T\

Remove inefficiencies due Reduce the chance for
to dead volume human error

NS O\

Pre-plated NEXTFLEX® Rapid XP DNA-seq kits and NEXTFLEX® Unique
Dual Index barcodes are available to order off-the-shelf.

. © .
Sciclone® NGS/NGSx Workstation Learn more: perkinelmer-appliedgenomics.com/nextflex-rapid-xp-dna-seq-kit

For research use only. Not for use in diagnostic procedures. - o

PerkinElmer

Copyright © 2019 PerkinElmer, Inc. AGO11909_09_AD All rights reserved. PerkinElmer® is a registered trademark of PerkinElmer, Inc.
All other trademarks are the property of their respective owners. For the Better
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Sponsor

protein and cellular analysis

Complete solutions

for protein and cellular analysis

Invitrogen™ flow cytometry reagents . - - N N
The Invitrogen portfolio of reagents for flow cytometry spans the full workflow Invitrogen™ EVOS™ M5000 and M7000 Imaging Systems with

from sample preparation and stimulation reagents to functional assays for cell Celleste™ Software

health, viability, and proliferation. Perfect for long-term live-cell imaging, image tiling/stitching, and a wide range
of automated imaging applications. With our wide selection of reagents and kits
for labeling and detection, including our flagship Invitrogen™ Alexa Fluor™ dyes,
you will obtain truly stunning images.

thermofisher.com/flowcytometry

Invitrogen™ Attune™ NxT Flow Cyt ter and Aut P
The Attune NXT Flow Cytometer with superior speed and clog-resistant
engineering is configurable with up to 4 lasers and 6-16 parameters.
Convert between tubes and plates in seconds, and leverage complete
walk-away automation of your 96- or 384-well plates with the robotic
automation-capable Attune NxT Autosampler.

thermofisher.com/evos

thermofisher.com/attune

Thermo Scientific™ Cellinsight™ CX7 High-Content

Screening (HCS) Platform

2 s 3 . Designed for quantitative microscopy and flexibility in imaging, the Cellinsight
Multiplex quantitation of protein and RNA biomarkers CX7 HCS Platform offers an integrated way to develop and automate
Choose from over 17,000 genes and 500 s high-content assays using a combination of 5-color bright-field and 7-color
proteins to quantitate up to 80 biomarkers in Ty fluorescence imaging in confocal or wide-field modes, for broad assay

one sample using Luminex® xMAP® technology. development that transitions to screening, at an unbelievable value.

-ProcartaPlex™ multiplex protein panels thermofisher.com/cx7

-QuantiGene™ Plex RNA panels

thermofisher.com/luminex -

Protein mass spectrometry analysis

Our discovery quantitation reagents and kits enable
higher multiplexing using SILAC NeuCode™ technology
or TMT11plex™ isobaric labeling. Achieve relative or
absolute quantitation for targeted applications using
Thermo Scientific™ SureQuant™ targeted MS assays or

HeavyPeptide™ AQUA custom peptides. Th F' h
thermofisher.com/msreagents 5 CelrE“NoT ISF |ecr
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BELIEVE
IN BETTER

LOWER YOUR TARGET ENRICHMENT SEQUENCING
COSTS THROUGH UNPARALLELED UNIFORMITY

- Sequence 2x more samples per lane
- Increase confidence in variant detection

- Every probe in every panel
-+ IS0 13485:2016 and ISO 9001:2015 - Certified QMS

Visit us at the Twist Bioscience booth

DON’T SETTLE | LEVERAGE TWIST SILICON-BASED TECHNOLOGY TO
DELIVER EXCEPTIONAL CONTENT FASTER.

Learn more at NGS.TWISTBIOSCIENCE.COM
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FREEZER FRILURES ARE DEVASTATING

DON'T WAIT FOR
AN EMERGENCY

Protect your valuable samples with CORIS Life The CORIS system’s comprehensive features include:
Sciences Monitoring. CORIS combines the most
advanced, wireless, plug-and-play hardware
with simple, cloud-based software to provide a
comprehensive solution to your reporting and
alerting needs. The result is reduced lab personnel
work load and peace-of-mind regarding the
safety of your samples.

¢ Automated, customizable reports with graphs
and a permanent audit frail to meet best
practices and satisfy any audit

* Three-tier alert escalation delivered via text,
email, or phone call with complete
customizability

* Real-time 24/7/365 monitoring identifies

. . problems nights, weekends and holidays

Our software, solutions, and benefits * Biospecimen stability temperature thresholds

are based on what you need. as low as -250°C . ,

* Unlimited thresholds and alert recipients with
remote access on any computer or mobile
device

BOOTH 17 * Complements the temperature-relevant
Biorepository Proficiency Testing Program

info@corismonitoring.com 212-710-2973 www.corismonitoring.com
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Whether you're pipetting, heating, Product lines include:
shaking, centrifuging, preparing, — Automated Liquid Handling ~ — ULT Freezers
storing or analyzing, chances are, - PCR — Bioprocessing
you're using an Eppendorf or New — Consumables - CO, Incubators
Brunswick product. Both are known — Shakers — And more!

around the world for easy-to-use,
innovative and durable laboratory
instrumentation and consumables.

www.eppendorf.com ¢ 800-645-3050

ENA.A1.0185.A.US.19 Eppendorf® and the Eppendorf Brand Design are registered trademarks of Eppendorf AG, Germany.
All rights reserved including graphics and images. Copyright © 2019 by Eppendorf AG.

STARXPROTOCOLS

A Cell Press resource

cell.com/star-protocols
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INTEGRA
YOU ARE NOT A ROBOT...

SO DON‘T ACT LIKE ONE

FREE YOURSELF FROM
= ROUTINE PIPETTING

PO

ASSIST PLUS Automating Multichannel Pipettes

Making hands-free serial dilutions, reagent additions and sample reformatiing
very affordable for every lab. Compatible with all integra’s electronic pipettes
from 4 to 16 channels for consistent results and unbeatable ergonomics

118 11

il i

VIAFLO - Electronic Pipettes

VOYACER - Adjustable Tip Spacing Pipettes
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Created by scientists,

for scientists.

Innovative web tools. Hands-on customer service. Expert educational
content. A founder’s commitment to accessible science. At IDT,
your success is our success, which is why we put you and your

research goals at the center of everything we do.

>XIDT

INTEGRATED DNA TECHNOLOGIES

Learn more at
go.idtdna.com/my-genomics-project.

custom oligos « gPCR e next generation sequencing « RNAi
genes & gene fragments ¢ CRISPR genome editing

MN Classics 2019

PCR clean-up and gel extraction
NucleoSpin® Gel and PCR Clean-up
Plasmid isolation

MACHEREY-NAGEL
MN Classics 2019

NucleoSpin® Plasmid (and NoLid version)

NucleoSpin® Plasmid Transfection-grade

Find us at

NucleoSnap® Plasmid Midi
NucleoBond® Xtra Midi
NucleoBond® Xtra Midi Plus
NucleoBond® Xtra Midi EF
NucleoBond® Xtra Midi Plus EF
NucleoBond® Xtra Maxi

Booth 33!

NucleoBond® Xtra Maxi Plus
NucleoBond® Xtra Maxi EF
NucleoBond® Xtra Maxi Plus EF
Genomic DNA from cells and tissue

Bioanalysis

) ) ) = ) NucleoSpin® Tissue
Pioneers in BNA, DNA, and Protein Purification NucleoSpin® DNA RapidLyse
RNA from cells and tissue
More than 20 years of high qualit
) v 9 .q v 25 % off NEW! NucleoSpin® RNA Plus XS
B Best prices for our classic products HAK;:JBSOE‘ NUGleoSpin® RNA XS
B Free HARlBO® gummy bear tubs gummy bears NucleoSpin® RNA Plus
Promo code: MN CLASSICS NucleoSpin® RNA
NucleoZOL
MACHEREY-NAGEL NucleoSpin® RNA Set for NucleoZOL
www.mn-net.com
NucleoProtect® RNA

MAD NERDS 2019
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nanocellect:

Biomedical Inc.
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Introducing mass photometry °

The revolutionary new way of characterizing biomolecules .

A unique technology based on interferometric scattering

microscopy, mass photometry lets you accurately measure
the mass of individual biomolecules in a universal, label-free
fashion, directly in solution. *

This innovative approach opens up new possibilities for
bioanalytics and research into the functions of biomolecules. .

Stop by our table at NERLSCD 2019 to learn more about ®
mass photometry and its broad range of applications.

RESFEYN =

WEIGHING MOLECULES WITH LIGHT refeynit

Swift

BIOSCIENCES™

MAD NERDS 2019
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Trusted solutions Validated chemistries, flexible automation,
and expert support from a single provider

for single-cell \UTOMATIgy

NGS workiflows

Plate-seq Automated
formats library prep

DNA-seq
RNA-seq

. | .
Single-tube pl:::;}llliw; ( Automation

reactions protocols

CALABILITY
1404d0S

Miniaturized
reactions

COST SAVING®
takarabio.com/single-cell-NGS-kits

Takara Bio USA, Inc.
United States/Canada: +1.800.662.2566 * Asia Pacific: +1.650.919.7300 « Europe: +33.(0)1.3904.6880 « Japan: +81.(0)77.565.6999

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. © 2019 Takara Bio Inc. All rights reserved. All
trademarks are the property of Takara Bio Inc. or its affiliate(s) in the U.S. and/or other countries or their respective
owners. Additional product, intellectual property, and restricted use information is available at takarabio.com.

TaKaHa Clontech TaiaRa cellartis

Come visit Tecan at MAD SSCi 2019.

STOP BY OUR

BOOTH!

The first kits to combine library prep and quantification.

A Universal Plus mRNA-Seq Celero DNA-Seq
g—w—- ¢ 10 ng -1ug of total RNA input * Multiplex up to 384 samples (96
UDI adaptors available)

* Up to 192 UDI adaptors available
¢ Single tube workflow with 1 bead

* Globin and customized depletion ficati t
of unwanted transcripts available puritication step

* Enzymatic fragmentation available
Visit your Account Executive to learn more about Tecan’s NGS library prep kits and

this limited time promotion!
Lindsey Benedetti - lindsey.benedetti@tecan.com

*Evaluation discount on the first kit purchased; not valid on subsequent orders. Up to 5% additional discount for existing
customers. Must stop by booth. Offer valid through December 15, 2019.

Ll rrrrrrrrrerrninnrl GTECAN.
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Hittplabtech  “5i2tcier

mosquito’
low-volume
liquid handlers

reduce reagent volumes
and cost by 80%o0r more!

accuracy and precision in
@ nanolitre-to-microlitre volume range

handles even highly
viscous liquids

&> versatile,
£ open platform

www.ttplabtech.com visit us on booth #20

RNA-Seq Made Simple

Probe-free rRNA Depletion Compatible with Any Organism

Homo sapiens untreated | NN
Universal Human Reference RNA rivorree” | [N |
/ Homo sapiens untreated | I
Clinical Sample rivorree” | NN
@ Proteincoding
o Mus musculus untreated | NI & Other RNA
Universal Vose Reference RINA rivorree” | I |
B RNA
Rattus norvegicus untreated | [N MEEEEEEI
Universl Rt Referenee RNA rivorree” | [ |
dopsis thali untreated | I
~®  Arabidopsis thaliana
rivorree” | N |
& Escherichia coli o]
S rivorre” | [N |

0% 25% 50% 75% 100%

Read Annotation %

RiboFree™ Universal Depletion is a compatible with RNA from all biological sample types, and does not require organism-specific
probes to deplete rRNA and globin. Paired-end sequencing was performed on stranded total RNA-Seq libraries, both with and without
RiboFree™ Universal Depletion. Read pairs were aligned to their respective genomes using the STAR aligner. Read classes were defined using a
combination of Ensembl GTF gene biotypes and RepBase repeat masker annotations.

8 info@zymoresearch.com . .
Learn more about the only probe-free universal total RNA-Seq kit at o@
@ Toll Free: (388) 882-9682 www.zymoresearch.com/pages/total-rna-seg-library-prep ZYMO RESEARCH

MAD NERDS 2019
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LABTECH

The Microplate Reader Company

%4

Cyt-.om | etwy

.

Now Mac and PC Compatible!

The De Novo Software
approach to flow and
image cytometry data
analysis makes creating
reports and completing
your analysis as easy as
working in PowerPoint.

FCS Express 7

Speed and Efficiency for
Cytometry Professionals

Download your FREE Trial at
www.denovosoftware.com

Key Features

o Integrated Spreadsheets
e PowerPoint Look and Feel
e Advanced Data Displays

e Speed

e Image Cytometry

® Accuri and Diva Importers
e Easy Reporting

® Cluster Analysis [ tSNE

e High Content

® Batch Processing

e And more....

PV De N

Turning Cytometry Data Into Results

Softw

OvO |

plexWell™ Multiplexing Kits

== APPLICATIONS:

(S SRS

Plasmids & Low pass
PCR amplicons WGS

Single cell
RNA-Seq

Whole genome
sequencing

O HIGHLIGHTS:

Eliminate Input DNA Normalization
Go straight to library prep without normalizing your libraries

Multiplex over 1,000 samples

Unique barcodes are pre-aliquoted in 96 well plates

Insert size normalization
Auto normalize your libraries

Eliminate Library Quant

Library quant for pooling not necessary

SEQWELL, INC. 66 CHERRY HILL DR BEVERLY, MA 01915
SALES@SEQWELL.COM 1 855 SEQWELL (737-9355)
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Intuitive, Powerful, B STEMCELL
and Complete
Single Cell Analysis

YOURT CELLS
MAY BECOME

Choose cell culture, isolation,
activation, and expansion reagents
designed for T cell therapy research.

Learn more at
www.stemcell.com/t-cell-therapy

www. partek.com

G
& sTrRATOCORE

Research management delivered. Globally.

MAD NERDS 2019
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The CellRaft AIR

Image, Sort, Isolate.

Accelerate your single-cell and gene editing
research with imaging-based sorting.

The CellRaft AIR system provides detailed cell
images, high viability, and the ability to actively
select your cells or colonies of interest.

o
o EELL
i X
Learn more at cellmicrosystems.com %%g%o%%g) Microsystems-
O

Friday Afternoon Special Guided Core Tours

Cell Manufacturing Facilities at The University of Pennsylvania

The Center for Advanced Cellular Therapeutics Facility (CACT) of the Clinical Cell and
Vaccine Production Facility (CVPF) is the newest manufacturing facility, opened in July 2016,
and located on the ninth floor in the newly built South Tower building, adjacent to the Smilow
Translational Research Center on the University of Pennsylvania’s campus. The CVPF-CACT
manufacturing space consists of cell processing cleanrooms and additional support rooms
equipped for manufacturing cellular products for Phase I-1I clinical studies. These facilities
have been instrumental in launching new gene therapies, including the FDA approved Kymriah
(tisagenlecleucel) for certain children, adolescents, and young adults with a form of acute
lymphoblastic leukemia (ALL). It’s the first gene therapy available in the United States.

Wistar Institute

The Wistar Institute is the nation’s first independent institution devoted to biomedical research and
training. Wistar is an international leader in basic biomedical research in cancer and infectious
diseases, with a focus on discoveries leading to the development of novel therapies and vaccines.
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Biomedical Research Core Facilties

The Perelman School of Medicine welcomes the
NERLSCD/MAD SSCi community to Philadelphia!

The Perelman School of Medicine is proud to support the
NERLSCD/MAD SSCi community through our diverse research
core facilities. We offer an extensive array of essential services

v that provide access to state-of-the-art equipment, technical
expertise, training and education in the following domains:

Biostatistics &

. . . Cells to Animals Clinical Toolbox
Bioinformatics

Imaging & OMICS to

. . Neurosciences
Microscopy Function

Repositories Stockrooms Viruses, Vectors
& Pathology & Shops & Particles

For more information, please visit
www.med.upenn.edu/cores/
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The rapid pace of technological change

requires a continuation of significant

investment in advanced instrumentation

and highly skilleq . scigntists and p “ADVANCING \\
technologists to optimize its use. Each ] \
Dartmouth Shared Resource provides ' KNOWLEDGE,

1
expert consultation to advance your 1
» uet vance you i QUALITY AND

research as a trusted partner.
' COLLABORATION”
DARTMOUTH :

SHARED RESOURCES

Bioinformatics

Biostatistics

Advanced Cellular Imaging
Clinical Pharmacology

Speed Congenics

Electron Microscopy
Genomics/Molecular Biology
Geospatial

Immune Monitoring & Flow

cvometry . ONE MEDICAL CENTER DRIVE
Irradiation, Preclinical Imaging

& Microscopy LEBANON, NH 03756
Pathology Translational Research (603) 653-6196

Trace Element Analysis cancer.dartmouth.edu
Transgenics & Genetic Constructs

\
1
1
1
1

1
4
/

/ = ‘[ ]1\ IC | SCHOOL OF \
- MEDICINE
The School of Medicine Office of Research
at The University of North Carolina at Chapel Hill

is pleased to support the 2019 meeting of the
Mid-Atlantic Directors and Staff of Scientific Cores
and
\ the Northeast Regional Life Sciences Core Directors /
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Our mission

To improve the lives of cancer patients and their
families through compassion, innovation and
breakthrough discoveries.

SidneyKimmelCancerCenter.JeffersonHealth.org

MAD NERDS 2019
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O
\
\

)

The Genomics
Z

Research Core

N

at the University
of Pittsburgh is

4

|
2

S A I
proud to sponsor
NERLSCD/MAD SSCi . ><\
2019.

genetics.pitt.edu
@genomics.pitt

) Pltt ‘ Genomics
s Research Core
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SHARED RESEARCH
FACILITIES

hhmi | jJanelia

Research Campus

The University of Maryland

SHARED RESOURCE
CORES

Enhancing
Research
CEELTTNE
Reproducibility

MUY

WEM L ACLEE

Marlene and Stewart Greenbaum Comprehensive Cancer Center

and the

BlOmedical RESearch supply COre (BIORESCO)
are proud to support MAD SSCi—NERLSCD 2019

MAD NERDS 2019
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Save the Dates for these 2020 conferences!

abrf.org

Georgetown University
Washington, D.C.
June 2020

madssci.abrf.org

University of New Hampshire
November 2020

nerlscd.abrf.org



